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THE SENSITIVITY OF THE CHICKENS OF POLTAVSKA CLINISTA TO MAREK’S DISEASE
AND THEIR GENETIC STRUCTURE AT THE LOCUS OF THE MX GENE

Beletska G. V., Musica N. M.
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Kulibaba R. A.
Institute of Animal NAAN, Kharkiv, Ukraine

Vovk S. I.
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In the acute experiment there are studied the sensitivity of chickens of breed of Poltavska glinjasta to Marek’s disease
and their genetic structure at the loci of the Mx gene, which is considered as a possible marker system for genetic resistance
of birds to the MD. In different years of studies from 22.0 up to 40.0 % of the birds were resistant to the disease There are
determinated the high degree of polymorphism in birds for this marker system”. Sensitive” allele G is represented with high
frequency — 0,78, the frequency of ‘“resistant” allele A amounted to only 0.22. An interesting dependence of the sensitivity
of chickens to MD and allele frequencies from the color of the plumage of Chicks of this breed in the daily age discovered.
Indicators of waste birds from MD and frequencies of the studied alleles were differenced in chickens with a light and dark
plumage: the bird with dark plumage was observed the least destruction from MD — 50.0 %, the frequency of “resistant” allele
A was 0.6. In chickens that had light plumage 76.6 % were lost by XM, the frequency of ‘resistant” allele A MX gene was only
0,27. The assumption is made that an increase in the frequency of resistant allele A of the Mx-gene in Poltavska glinjasta
chickens makes it possible to increase the resistance of birds to the MD Are need to pursue the selection the bird by frequency
of “resistant” allele A MX gene and to carry out breeding work in the direction of programs of selection and breeding birds for
several generations.

Keywords: chickens, Marek’s disease, resistance, genetic structure, MX-gene, polymorphism, the frequency of gene,
alleles
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MOHITOPUHI PESUCTEHTHOCTI O AHTUBAKTEPIAJNIbHUX
MPENAPATIB CANNbMOHEI/, I30/IbOBAHUX BIf MTULI HA TEPUTOPII YKPATHU
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Y cmammi HagedeHO pe3yrnbmamu MOHIMOPUHEYy callbMOHEeNb03y nmuui. BcmaHoeneHo, wio 1,7 % e6id
3aearbHOI YucenbHOCMI Mo2oig’si nmuui € Hociem canbmoHer. Ceped 8odornagHoi nmuui carbMOHeU 8UdineHi
8i0 2,01 % noeonig’s, 8id0 npedcmasHukKie psidy KypsiHuX carbMOHeNuU i3onbosaHi 8id 1,67 % docnidxeHoi nmuuj.
Haubinbwa cmilikicmb i30/1b08aHUX Ky/Ibmyp carlbMOHes1 ecmaHoeieHa 00 aHmubakmepianbHUX rpernapamie
epynu makporsidie (a3umpoMmiyuH, Mirlo3uH), NeHIUuiHie (aMoKcUuyUsiH) i mempayukiiHy (oKcumempauyuKsiiH).

Knroyoei cnnoea: Salmonella Enteritidis, nikapcbka pe3ucmeHmHicmb, MpodyKuis nmaxieHuymea.

Ha cborogHi Lumpoke 11 6e3KOHTPONbHE BUKOPUCTAHHS MPOTUMIKPOOHMX NpenapariB CirlbCbKOrocrnoaapchkiM TBapiHaM BCE YacTille
npW3BOaNTL OO (POPMYBaHHS aHTUOIOTUKOPE3NCTEHTHOCTI BakTepiil, y TOMy uyucni canbMOHeN. Bigomo, Lo canbMOHenbo3 NTuLi €
OfHIEH0 3 OCHOBHMX MPO6MEM OXOPOHY 340POB’A Y CBITi, OCKINbKM BaXNMBI mkepena binka B xapuyBaHHi NoauHK (MOpenpoaykTy, pnba,
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MPOAYKLS NTaxiBHALTBA) YacTo € pesepByapami canbMoHes. KomyHanbHO-NoOyTOBI CTiYHi BOAW, iHTEPAKTUBHE BEEHHS CiMbCbKOro
rocnofapcTBa Ta 3MMBOBUIA CTiK € OCHOBHUMM [kepenamu KynbTyp 30yaHukiB GakTepianbHux XBopob y NpupoaHMx ymoBax. Baxnmee
3HAYEHHS Mae TakoX 30EpEXEHHs carbMOHEn Yy [FPyHTI, LIO HEeraTMBHO BMAMBAE Ha SIKICTb CUPOBWHM, SIka BMKOPUCTOBYETLCS Y
BUPOOHMLTBI KOPMIB A4St NPOAYKTUBHMX TBAPWH. Lli Kopmu, y KiHLEEBOMY pe3ynbTaTi, NpeacTaBstoTb NOTEHLiHY 3arpo3y Anst iHgiKyBaHHS
carnbMOHeNaMm1 TBApWH i MIOAUHW, SKi BXWBAKTb NPOAYKTV TBAPUHHOTO NMOXOMKEHHS. HeJoCTaTHE OUMLLIEHHS CTIYHUX BOL TBAPUHHULIBKMX
nignpuemcTs, 6e3nepeLLKoaHa MirpaLlist AuKOi Ta CUHAHTPOMHOI NTULi CTBOPIOE NEPEesyMOBM 1151 MOLIMPEHHS CTIKMX LUTaMiB CanbMOHen
y npupogi [1-9].

TakyM YMHOM, MPOBELEHHS] MOHITOPUHIY CanbMOHENbO3y B YKpaiHi € akTyanbHWM MUTAHHAM Y HaykOBOMY Ta MpaKTUYHOMY
BiJHOLLIEHHSIX, K 3 €Mi300TOMOrYHOI, TaK 1 eniaemionoriyHoi Touku 30py. Lle AacTb MOXNMBICTL CTBOPEHHS iHdopMaLliiHoi 6a3un ans
nornubneHoro BMBYEHHS €Mi300TONOrii Ta ekomnorii iHGeKUin 3 MeTOK po3pobKM KOHLENLin Ans nepesipkv N ynpasiHHA nepebirom
iH(heKLiMHOrO NpoLecy B OKpeMUX rpynax nTui.

MeToto poboti Oyno BCTaHOBMEHHS YaCTOTWM BUAINEHHS Ta TEHAEHLii MOLIMPEHHS aHTUBIOTUKOPE3UCTEHTHOCTI 3DyAHWKIB
canbMOHenbo3y B YKpaiHi cepes CinbCbKorocrnoaapchkoi nTuLi.

Matepianu Ta metoam. [locnimkeHHs 6y BUKOHAHI LUNSXOM aHanisy Ta y3ararnbHeHHst pesynbTaTiB BMaCHWX [iarHOCTUYHMX
JOCTiKeHb CEKTOPY MiKOMa3MosiB i CanbMOHENbO3iB BiaAiny BuBYeHHS xBopob nTuyi HHLL «IEKBM» y nepiog 3 2011 no 2015 pik.
Byrno pocnigxeHo GakTepionoriyHum meTopom 2982 npobu GionoriyHoro mMatepiany Big 3arubnoi nTuui (MeYiHKy i3 XOBYHUM MiXypoMm,
cepLe, cenesiHky, KICTKOBMIA MO30K 3 TpyBYaCToi KicTKM), 3aBMepIi eMOpioHn, npobu nocnigy Ta Bigxoau iHky6auii. Mocisu 3 BionoriyHoro
MaTepiany Big nTuui Gynn BUKOHaHi Ha piaki HECENEKTUBHI Ta CenekTUBHI 30arauytodi MOXMBHI CepefoBULLa, LUiNbHI AngepeHLiHo-
JiarHocTnyHi cepepoBuwa. MMicna Mikpockonii MaskiB, 3abapBneHWx MmeTogom [pama, MpOBOAWMM MOCIB BWAINEHUX KymnbTyp AnS
BWU3Ha4eHHs BioXiMiYHMX BNACTUBOCTEN Ha ANepeHLiyniA psa Ans eHTepobaKTepii, a Takox peakwjito arntoTuHauii 3 O-KoMnnekcH1MK
i H-MOHOpeLenToOpHUMM CaTbMOHENBO3HUMM arfIOTUHATUHYKOUMMM CUpoBaTKaMK. [Ins BUAINEHUX KynbTyp canbMoHen (n=51) Bi3Havanm
YyTNMBICTb A0 aHTUDaKTepianbHUX NpenapariB pisHUX hapMakonorivyHUX rpyn MeToAoM Audiysii B arap i3 3aCTOCYBaHHAM CTaHAAPTHIX
nanepoBuX AMCKIB.

Pe3ynstaTt pobotu. byno BctaHoBneHo, wo 1,7 % Big 3aranbHOi YMCENbHOCTI MOroniB’s NTuyi Byno HocieM cambMOHen.
Cepep BoponnasHoi NTuLi canbMoHernv 6ynu BugineHi Big 2,01 % noronie’s, y ToW Yac K Bif NPeACTaBHUKIB PSAY KypsuMX CanbMOHENN
Buainsanm Big 1,67 % gocnimkeHoi Nty (tabn. 1). KniHiuHi nposisu canbMOHeNbo3y y NTULi 4acTo HETUMOBI, LU0 3yMOBEHO acoLiaTUBHUM
MPOLIECOM 3 iHLIMMK NpeacTaBHUKaMu 6akTepianbHOI Mikpodhropy, Bipycamu, a Takox 30yAHNKaMu iHBa3WBHIUX XBOPOD.

Tabnuusa 1 — KynbTypu canbmoHen Bugy Salmonella enterica, isonboBanux Big ntuui (n=2982)

Ne 4/ Bua nTuui Sallr::lo: nt:e‘l)l?ia:;;g?:; )(/5251)
1 Kypu sieunmx kpocis (n=1612) Salmonella Enteritidis (n=27)
2 Kypw m’'sichmnx kpocie (n=979) Salmonella Enteritidis (n=14)
3 ycn (n=217) Salmonella Enteritidis (n=4)
4 Kaukm (n=81) Salmonella Enteritidis (n=2)
5 ®azanu (n=30) Salmonella Enteritidis (n=1)
6 Mepeninku (n=43) Salmonella Enteritidis (n=1)
7 Fony6w (n=20) Salmonella Enteritidis (n=2)

Be3cyMHiBHO, LLO 47151 BCTAHOBMEHHS [liarHO3Y «30M0TUM» CTaHLapTOM € BaKTepionorivHi LOCTIMpKEHHS Ta i3onsuis KynbTyp 36yAHMKIB.
Tinbkn nicnst OTPUMaHHS pe3ynbTaTiB BU3HAYEHHS YYTNMBOCTI BUAINEHNX GakTepianbHuX KynbTyp 4O aHTUOaKTepianbHUX npenapatie
MOXIMBMIA MigBip i 06rpyHTOBaHE NpU3HAYEHHS CXeMU NikyBanbHO-MPOINakTU4HOT 06poBKN NTULL. Pa3oM 3 LM, MPU3HAYEHHS! | BKITIOYEHHS
Yy CXeMy nikyBaHHS! aHTUBIOTUKIB eMNIPUYHO Mae PsiA HEAOMIKIB, FOMOBHUIA 3 SIKMX — CTBOPEHHS CTIMKUX LUTAMIB A0 aHTUOAKTepianbHUX
npenapartiB i, 0TXe, 3MEeHLLEHHS! MOXIMBOCTEN Nikapsi BETepUHapHOT MeanLmHu y 6opoTk6i 3 iHbekLieto. Mpu Bubopi aHTMbakTepiansHoro
npenaparty A5 nTaxiBHWLTBa HEobXigHO BpaxoByBaTW TakoX Crocib (3 Bogoto abo 3 KOPMOM), KypC i KpaTHICTb 10ro 3acToCyBaHHS,
XOPCTKICTb NUTHOT BOAM. Baxnueum € Takox nepios kapeHLii Ta iHauBiLyanbHa YyTnMBICTb A0 NpenapaTy KoXHOro Buay nuui (tabn. 2).

Tabnuusa 2 — AHTUGIOTUKOPE3NCTEHTHICTb CalbMOHEN, i30MbOBaHNX Big NTUL

I3onboBaHi KynbTypu Salmonella enterica (n=51)
AHTUGaKTepinHi npenapaTtu
Kynbsrypa wytnusa (n, %) Kynbtypa HeuyTnuBa (n, %)
A3iTpoMiLuH 6 (11,7%) 45 (88,3%)
AwmokenumniH 4.(7,8%) 47 (92,2%)
[Jokenuyknin 13 (25,5%) 38 (74,5%)
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EnpodhnokcauyH 6 (50,9%) 25 (49,1%)
KonicTux 5 (49,1%) 26 (50,9%)
TeBodbnokcauyH 6 (70,6%) 15 (29,4%)
OkciTeTpauukniH 3 (45,1%) 28 (54,9%)
OdprokcauuH 30 (58,8%) 21 (41,2%)
CneKTUHOMILMH 5 (68,6%) 16 (31,4%)
TinosuH 5(9,8%) 46 (90,2%)
dnopdeHikon 41 (80,4%) 10 (19,6%)

Ak BUAHO 3 Tabnnui 2, HanbinbLua CTIMKICTb i30NbOBAHMX KyNbTYP canbMoHen byna BCTaHOBMEHa 40 aHTUOaKTepianbHUX npenaparis
rpyn MakponigiB (a3UTPOMILMH, TiMO3MH), MEHILWMNIHIB (@MOKCULWMMIH) i TeTpauukmiHy (OKCMTETpauuKkniH). Hanbinblwa 4yTnmBiCTb
i30/TbOBaAHNX KyNbTyp canbMOHeN Oyna BusiBNeHa [0 npenapatiB rpynu (hTOpXiHOMOHIB (0dhnokcaLyuHy, NeBOGIOKCaLyMHy), KOMICTUHY,
tnopdeHikony. OueBMaHO, L0 BE3KOHTPONbHE 3aCTOCYBaHHS aHTMOAKTepianbHIX NpenapartiB y NTaxiBHULTBI 3MEHLLYeE CnekTp BuOOpY
npenapariB 3 KoxHUM pokom [6]. Lle, y CBO Yepry, Mpnu3BoanTb A0 MOLLYKY aHTMOIOTIKIB HOBOTO MOKOIMIHHSA i, OTXe, [0 ICTOTHUX BUTPaT
Ha ix po3pobky Ta BUPOOHMLTBO. Ha xanb, K HenpaBurbHe, Tak i MpaBUIbHe 3aCTOCYBaHHS aHTUGIOTUMKIB MpK3Beny 4o hOpPMyBaHHS Ta
MOLLIMPEHHS CTINKOCTI 10 LMX Npenapartis, 3 IKOK MOB’A3aHi 3HIKEeHHs! eCDEKTUBHOCTI NiKyBaHHS i, 0Txke, OinbLu BaXKUiA | TpuBanmin nepebir
3aXBOPOBaHb, 30iMbLUEHHS YacTOTK rocniTanisallii NaLieHTiB, 3pOCTaHHs KibKOCTI CMepTel i 36inblUeHHS €KOHOMIYHOMO 3BKTKY Ans
cycninbcTea. CTilKicTb 40 aHTUBIOTMKIB CTana 3pocTaryoi MixkHapogHOi Npobnemot Ans rpoMagChKoi OXOPOHM 30POB’S, sika BMarae
nnnbHoi yBarw [7].

BucHOBOK. Pe3ynbTat Hawwx [OCTIMKEHb MiATBEPOXKYIOTb PO3MNOBCIOMKEHHS CanbMOHEN cepef CinbCbKOrocrnogapChkol
MTWLi, @ TaKoX CTIMKICTb canbMOHen 40 aHTMGioTuKiB. MpoBedeHi JoCMimKeHHS OOrPYHTOBYIOTb HEODXIAHICTb MOCTIIHOMO KOHTPOIO
3 DoKy BETEPUHAPHOI Cnyx6n Hag LUmpKynsuieto 30yaHUKIB CanbMOHeNbo3y cepef NPOAYKTMBHOI MTULI, @ TakoX Hag 3aCTOCyBaHHSM
aHTUbakTepianbHMX npenapartiB y Cy4acHOMY NPOMWUCIIOBOMY NTaXiBHULTBI.
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MONITORING OF DRUG-RESISTANCE SALMONELLAS, ISOLATED FROM POULTRY IN UKRAINE
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The purpose of work. Installation of frequency allocation and trends of drug- resistance Salmonellas in Ukraine among
poultry.

Results and conclusions. It was found that 1.7% of the total number of poultry was a carrier of Salmonella. Salmonellas
were isolated from 2.01% of livestock among waterfowl, while representatives from a number of chicken Salmonella isolated
from 1.67% of investigated poultry. Clinical manifestations of salmonellosis in poultry are often atypical, due associative
process with other members of bacterial microorganisms, viruses, pathogens and invasive disease. The most isolated cultures
of Salmonella drug-resistance was set to antibiotics macrolide (azithromycin tilozyn), penicillin (amoxicillin) and tetracycline
(oxytetracycline). The greatest sensitivity of isolated cultures of Salmonella was found to drugs of fluoroquinolones (ofloxacin,
levofloxacin), colistin, florfenikolu. Our results confirm the spread of Salmonella among poultry and drug-resistance of
Salmonella. The research justifying the need for continuous control of the veterinary services of the circulation of pathogens
including Salmonella productive poultry, as well as on the use of antibiotics in modern industrial poultry.

Keywords: Salmonella Enteritidis, drug-resistance, poultry
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