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S. aureus was isolated in association with and K. pneumonia and S. pyogenes. Less commonly encountered association
E. coli, P. vulgaris and S. pyogenes. The average discharge frequency was characteristic of P. aeruginosa — 8,11 %.

Among the studied cultures of S. aureus resistant to amoxicillin, gentamicin, kanamycin, chloramphenicol and streptomycin
were 16 %, to penicillin — 36 %. ceftioklyn was high active cultures relative to S. agalactiae, E. coli, K. pneumonia and
S. pyogenes. Cultures S. pyogenes resistant to amoxicillin, kanamycin, doxycyclin, enrofloxacin, oxacillin, streptomycin,
tetracycline and ceftioklyn not. All color culture P. vulgaris had high sensitivity to amoxicillin, doxycyclin, chloramphenicol,
tetracycline and ceftioklyn. Kanamycin, lincomycin and ceftioklyn showed the same high amoxicillin relative to E. coli.

Thus, in the occurrence and development of respiratory disease in calves, including pneumonia, involving S. aureus,
S. agalactiae, S. pyogenes, P. vulgaris, K. pneumonia and E. coli. Among the isolated cultures occupy an important place
culture S. aureus to 29.85 % and K. pneumonia to 23.57 % of the samples, which often stand in association with S. pyogenes.
The highest activity in vitro towards isolated from calves with respiratory disease manifests drug crops ceftioklyn.
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Y cmammi HasedeHo daHi wodo bakmepiti pody Campylobacter sk 36y0HuUKig iHeKuil, ki nepebicaromb
3 03HaKaMu MmOKCUKOiHekuit y model. BucgimneHo docnidxeHHS kamniriobakmepil 6 ob6’ekmax O08Kinns
epmu: y 800i 3 Harlysasnku, pi3HUX sudax KopMy ma rmiocmuruj.

Knro4yoBi cnoBa: kamninobakrepii, Benuka porata xygoba, MOMoYHO-TOBapHa hepma, KopM, Boda, MiAcTurka, nomnimepasHa
naHLloroBa peakLis.

3 KOXHWAM pokoM B YkpaiHi Ta CBIiTi peecTpyeTbes 30iMbLIEHHS PU3NKIB BUHUKHEHHS Xap4Y0BUX TOKCUKOIHGDEKLA Yy Nioaei nig yac
BXMBAHHS KOHTaMIHOBaHUX NPOLYKTIB xapyyBaHHS Ta BOAW. OCTaHHIM YacoM iCTOTHE 3HaYeHHS B eTiONOrii roCTPUX KULLIKOBUX iHCDEKLN
HabyBatoTb «HeTpaauuinHi» 6akTepii. Cepen Lmx MikpoopraHiamie Hanbinblue 3HaveHHs Mae pig Campylobacter, Ha YacTky sKux
npunagae ao 10-15 % Bunaakie cnopagnyHuX LiapeiHix 3axXBOPIOBaHb, a TaKOX 3HaYHa KinbKiCTb BOAHMX, Xap4oBKX, 30KpEMa MOMOYHIX
cnanaxie, ONMUCaHUX B iHO3EMHIN NiTepaTypi. MUTaHHAM kamninobakTepio3Hoi iHGeKLii 3HauHy yBary npuainsie BcecBiTHS opraHisauis
OXOPOHU 3A0pOB's. 3a ii iHILiaTUBO BIBYEHHS aHOT iHeKLT BKIOYEHO A0 HALiOHANbHIUX Nporpam NpodinakTikk aiapenHix xsopob.

OCHOBHWM NPUPOLHWAM pe3epByapoM kamninobakTepin € Kypu, iHAUKW, OUKi NTaxu, TPU3yHN, a TaKoX Benuka porata xynoba, BiBj,
KO3M, CBUHI.

Y Benukoi poratoi xyaobu kamninobakrepii nokaniayloTbCsl, B OCHOBHOMY, Yy KULIEYHWKY | BUAINATLCS 3 dekanismu, iHgikyoum
HaBKOMMULLHE CepefoBuLle, a Nif Yac 3abot Ta NepBuHHOI nepepobku — npoayktn 3aboto [7]. 3rigHo gaHux G. Douglas Inglis [6]
Bnm3bko 25 % TBapuH MoXyTb OyT NpuxoBaHumm 6akTepioHocismu. Campylobacter fetus subsp. fetus y Benukoi poratoi xyoow
BBAX@ETLCS 0BniraTHO MIKpONOpOK TPaBHOMO KaHany, ane Moxe OyTW 1 NpUUMHOK criopaguyHux abopTis [12]. bakTepioHOCICTBO
Campylobacter jejuni i Campylobacter coli, B cepeaHbomy, cknagae 14,7 % i 6,9 %, signosigHo [10]. Y geskux kpaiHax piBeHb
iHChikyBaHHsI Benukoi poraToi xynobu faHum 30yaHukom csrae 29 % [11].

Mepenaetbcs AaHa iHdekuis 4Yepes 3abpynHeHi kamninobakTepisMu TOAIBHMLI, HanyBankw, iHBeHTap, MiACTWAKY, iHAikoBaHi
KOpMU, 0COBNMBO TBAPUHHOMO NOXOXKEHHS, BOLY. BaXnnBoto NaHKo B eni300TUYHOMY NaHLI03i € iHikoBaHi Myxu, TapraHu, TpusyHm,
CWHAHTPOMHA Ta [yKa NTULS TOLLO.

Kamninobakrepii (Campylobacter species) — rpamHeratvHi bakTepii y BUrnsgi cnipani Yu puMcbkoi V, KOTpi € NpUyMHO
iHtbekuii, wo nepebirae 3 o3Hakamu TokcukoiHdbekuii y niopei. 3a pgaHumu Ha 2013 p. pin Campylobacter ob’egHye 17 Bupis
i 6 nigBmais bakTepin. Mpy LLOMY ANS CiNbCbKOrocnogapchkux TBApWH i Nioael HanbinbLue eTionoriyHe 3HaueHHs MatoTs Bugn C. jejuni
1a C. coli [1]. Y 80 % Bunagkis npuuuHol kamninobaktepiosHoi iHdekuii BBaxaetscs Campylobacter jejuni, a B 18,6 % -
Campylobacter coli.

Busenenna IHK Campylobacter species y pocnigHoMmy mMatepiani 3a BiACYTHOCTI KNiHIYHUX NPOSIBIB iHiKYBaHHS CBIAYUTL NPO
DaKTepIOHOCIICTBO, WO Y padi MopyLUEHb Nig Yac NepBuHHOI Nepepobkn TBapuH Ta 06iry NpoaykTiB 32600 MOXe CpUSTH MigBULLEHHIO
KinbkocTi BkasaHux MikpoopraHismis (Campylobacter jejuni, Campylobacter coli, Campylobacter lari [8]) i pu3uKy BUHUKHEHHS
iHcheKLii, Wwo nepebiraloTb 3 03HaKamMu TOKCUKOIHCDEKLL Y CrioxuBaviB.

CKnagHicTb KynbTWUBYBaHHSI kamninobakTepii Ta BUCOKA BapTiCTb GakTepionoriyHnx AOCRimKeHb NPU3BOANTL A0 HELOOLHIOBAHHS!
3HaueHHsi kamninobakTepii B €TioNorii roCcTpUX KWLLKOBUX iHEKLi, Wo nepebiratoTb 3 03HaKaMu TOKCUKOIHGDEKL y nogein, Lo cnpusie
CMOTBOPEHHI0 pearnbHOi KapTWHU NOWMPEHHs AaHoi iHdbekuii. B YkpaiHi peectpalisi iH(bikyBaHHsI kamninobakTepismu 3anmwaeTbest
Ha HU3bKOMY PiBHi, i 3aXBOPIOBAHICTb CknaZae MeHLe oaHoro Bunagky Ha 100 Tucay HaceneHHs B pik [5], To4i K LinbOBUA MOHITOPUHE
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kamninobakTepin y CTPYKTYpi rOCTPUX KULIKOBUX iHAEKLil, Lo nepebiratoTb 3 03HaKaMu TOKCUKOIHGDEKLN y niogen y 3axigHux kpaiHax
po3eonsie BusBnaTy Big 50 o 100 BunaakiB kamninobakTepiosHoro iHgikysaHHs Ha 100 Tucay HaceneHHs [9].

CyuacHi meToau AiarHoCTUKY, Taki sik noniMmepasHa naxutorosa peakuist (MI1P), MoXyTb NPUCKOPUTY Ta BMEHLLINTV BUTPATH Ha MOCTaHOBKY
JiarHo3y 3a iHdpikyBaHHs kamninobakTepisMu MoAen | TRApKH, @ TakoX Mg vac KOHTPOm Be3neyHOCTi MpoayKTiB xapyyBaHHs. MeToa
MNP e ekcnpec-MeToA0M, SIKWI [JO3BOMSE BUKOHYBATW aHani3 BNPOAOBX 4—8 rouH, Mae BIUCOKY YYTNMBICTb, CrelndiyHicTb, 3abe3nevye
MOXIMBICTb po60TK 3 ByAb-KMM BUAOM GionoriyHoro matepiany, npobamu 3 06’eKTiB AOBKINNS, BKIHOYA0UM XapyoBi NPOAYKTY [2, 3].

MeTa gocnigxeHb — NpoBECTM JOCTILKEHHS WOAO0 BUsBNEHHs bakTepiin pogy Campylobacter y o6’ektax foBkinns (Boga, kopm
Ta NiACTUIKa) MOMOYHO-TOBAPHOI (DepMI METOOM NOMiMEPasHOi NaHLIOroBOi peakLiii.

MaTepianu Ta metoau. Matepianamu [OCHIMKEHb CyryBanu: Boda 3 HanyBasKu, CyMill CMMOCY Ta CiHaxy 3 rogiBHuL
Ta 3i cknagy, NiacTuka Ha depmi.

[ocnimkeHHst NpoOBOAMNMCS B aKpeauTOBaHin nabopatopii Bigginy monekynsipHoi Gionorii Ta iMmyHoximii [lepkaBHOro HaykoBo-
KOHTPOIBHOIO iHCTUTYTY BioTeXHOMOrIT | WTami MikpoopraHiamie (M. Kuis).

Mpobonigrotosky ans BuainenHs JHK Campylobacter 3 gocnigHux npo6 npoeoauny 3rigHo «MeToamnyHux pekoMeHaaLin 3 igdopy,
TpaHCMOpTyBaHHS, 36epiraHHs Ta npobonigroTosku GionoriuHoro matepiany ans MNJP-giarHocTukmy [4]. Buginenns OHK i3 gocnigHoro
matepiany nposogunu 3a gonomoroww Amnni CeHc [/1P-Tect-cuctemmn «[HK-cop6-B-50». [etekuito npoaykTie MJIP-amnnicpikauii
BU3HaYanm enekTpopopPETUYHUM PO3AINEHHAM amnnidikaLiiHoi cymilli B 3adapboBaHOMy GPOMUCTM €TUAIEM arapo3HOMY refi.

Pe3ynbraTn gocnigxeHb. HuHi kamninobakTepiosHe iHikyBaHHs cepeq niofei | TBapuH 3apeecTpoBaHo y Baratbox KpaiHax
CBITY Ha BCIX KOHTUHEHTaX. Y OesikX perioHax PO3BMHEHWX KpaiH L0 iHDEKLI0 peecTpyroTb YacTille, HiX CanbMOHENbO3 i LUMTENbOo3.
LLlono Ykpaihu, To iHdekyii, o nepebiratoTb 3 03HaKaMM TOKCUKOIHAEKLi, 30yaHMKaMK KX € kamninobakTepii, Mano BUBYEHI | Maiixe
He #ocnimKytoTbes abo BigHOCATBCA [0 iHADEKL|ii HEBM3HAYEHOI eTionorii.

PiseHb nowumperHs bakTepiit pogy Campylobacter y 06’ektax goekinns, Wwo gocnimkysanucs, B YkpaiHi 3a3Buyai BUSHa4aeThCs
Ha TMigCTaBi pe3ynbTaTiB CKPUHIHTOBMX [JOCMIMKEHb, L0 BWKOPUCTOBYIOTBCA NWLIE AN BUSIBMEHHS HasBHOI iHdekuji. HaTtomicTb
3a KOPOOHOM Yy pasi OTPUMaHHS MO3UTMBHOTO Pe3ynbTaTy nif Yac LOCHIMKEHHS CKPUHIHTOBMM METOZOM ODOB'S3KOBO MPOBOAMTLCS
MiATBEPMKEHHS OTPUMAHKX Pe3ynbTaTiB apbiTpaxkHM METOAOM ANs igeHTudikaLlii 30yaHMKiB.

Hamu nicns npo6onigrotokn Ta BuaginenHst yuctoi AHK gocnigri npobu 6ymu nippaHi enektpodopesy, Wob BUSBUTY HasBHICTb
kamnino6aktepin. Mpw LboMy 6pOMUCTUI eTUAIN 3B'A3aBCA 3 pparmeHTamu ABoxnanurorosoi AHK, siki nposiBunncs B reni'y BUrNsigi CBITMX
cmyr 3a YO-sunpomiHerHst (A=290-330 Hm). [Ins Bidyanisallii Takux CMyr BUKOPUCTOBYBaNM CneLianbHUin npunag — TpaHCintomiHaTop,
a OTpUMaHi pesynbTaT [OKYMeHTyBanu oTorpadyyBaHHaM (pUCYHOK 1). B gKOCTI MO3WUTMBHOMO KOHTPOSMIO BUKOPUCTOBYBAIN
wkany OHK, ska mictuna parmeqTu HK kamnino6akTepii pisHOi AOBXWHM (CTOBMYMK NPaBOpYdY) ANst OLiHKM PO3MIpYy NPOAYKTIB peakLii
Mnp.

Puc. 1. Pesynbtatn enektpodopesy npoayKTiB noniMepasHoi NaHLtoroBoi peakuii: (1) Boaa 3 HanyBarku; 2) CyMmill CUocy Ta CiHaxy
3i ckragy; 3) Cymil Cunocy Ta CiHaxy 3 rofiBHuL; 4) MigCcTUIKa; 5) KOHTPOIb)

Hawi pocnigxeHHst mokasanm (puc. 1), Wo BOAa, CyMill CUNOCY Ta CiHaXy 3 TOAIBHWL Ta MiACTUIKA NO3WUTWBHO NpopearyBanm
o0 HasBHOCTI B HUX BakTepin pogy Campylobacter. ®parmentn OHK posginunucs 3a MONEKYNSpHOK Macok B arapo3HoMy reni.
Cneupndpivnictb cmyr amnnicpikoaHoi AHK migTBepamnacs ixHiM posMilLeHHsIM BiJHOCHO MapKepiB MOMEKYNSPHOI Macy i PO3MILLEHHS
(bparmeHTa NO3UTUBHOTO KOHTPOMO amnticikaLlii.

Omxe, o6’ektn goBkinns depmu obcemiHeHi Baktepiammn pogy Campylobacter. HepoTpyMaHHS HaneXHUX CaHITapHO-TiMEHIYHNX
BMMOT LOA0 320010 Ta NePBMHHOI NepepobKu TBApUH MOXe CpUSATW KOHTaMiHaLii npoaykTiB 3200t kamninobakTepigmu.

BucHoBOK. [locnigkeHHsMy BCTaHOBNEHO, Lo 6akTepii pogy Campylobacter HasiBHi B 06’ekTax AOBKINMS depmu, Takux sK: BOAA,
CyMILL CMOCY Ta CiHaxy 3 roAiBHUL, NiACTUKA, SKi B NOAANbLIOMY MOXYTb NOTPANASTW O OpraHisMy TBapuH.

MepcnekTuBM NoganbLUMX AOCHiAXKeHb. Pesynbtati gaHoi poboTh CMOHYKaKTb HAC NMPOBOAWTI HACTYMHI OCMIMKEHHS
uopo kinbkocti Ta Bugy GakTepit Campylobacter B ob’ektax AoBkinns (Boga, KopM, MiACTWNKA), a B MOAANbLIOMY CTOCOBHO
BUSIBIIEHHS KaMninobakTepiii y cupiii anoBrnymHi nicns 3ab0to BenuKoi poratoi xyaotu.
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RESEARCH CAMPYLOBACTER IN ENVIRONMENTAL OBJECTS

Yakubchak O.M., Lapa O.Y.
National University of Life and Environmental Sciences of Ukraine, Kyiv, Ukraine

Purpose — to conduct research bacteria of the Campylobacter genus in environmental objects (water, food and litter)
on dairy farms by polymerase chain reaction.

Materials and methods. The Materials of researches are water drinking bowls, hay and silage mixture of feeders, silage
and hay mixture with composition and litter on the farm.

Researches conducted in State Scientific control institute of biotechnology and strains of microorganisms.

The results. Sample preparation for DNA isolation of Campylobacter research trial conducted according to the
«Methodological guidelines for the selection, handling, storage and sample preparation of biological material for diagnostic
PCR.» DNA isolation from test material was performed by PCR Amplias meaning of test systems «DNA Sorbo-B-50.»
Detection of PCR amplification products were determined electrolytic separation amplifikational mixture in shaded ethidium
bromide agarose gel.

After preparation of samples and separation of pure DNA samples were subjected to electrophoresis research to
detect the presence of Campylobacter. Therewith the Ethidium bromide contacted with fragments of double-stranded DNA
that appeared in the gel as light bars for UV radiation (A = 290-330 nm). For visualize these bands were used a special
device — transilyuminate and the results documented pictures. As a positive control used scale DNA containing Campylobacter
DNA fragments of different lengths to estimate the size of PCR reaction products.

Our research have shown that water, food and litter to feeding reacted positively on presence of bacteria of the
Campylobacter genus. DNA fragments divided by the molecular weight in agarose gels. The specificity of the amplified
DNA bands confirmed their placement relative molecular weight markers and a positive control amplification fragment.

Thus, the objects of the farm environment contaminated bacteria of the Campylobacter genus. Failure of proper
sanitary-hygienic requirements for slaughter and primary processing of animals are contributes to contamination products
of slaughter by campylobakters.

Conclusion. Researches have established that bacteria of Campylobacter present in the farm’s environment, namely:
water, food in feeding and litter that can later enter to the body of animals.

Keywords: campylobacters, cattle, dairy farms, food, water, litter, polymerase chain reaction.
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